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<210> 1 

<211> 743 

<212> PRT 

<213> Homo Sapiens 

<400> 1 

Met Asp lie Thr Asp lie Asn Thr Pro Lys Pro Lys Lys Lys Gin Arg 
1 5 10 15 



Trp Thr Pro Leu Glu lie Ser Leu Ser val Leu val Leu Leu Leu Thr 
20 25 30 
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lie lie Ala val Thr Met lie Ala Leu Tyr Ala Thr Tyr Asp Asp Gly 
35 40 45 

lie Cys Lys Ser Ser Asp Cys lie Lys Ser Ala Ala Arg Leu lie Gin 
50 55 60 

Asn Met Asp Ala Thr Thr Glu Pro Cys Thr Asp Phe Phe Lys Tyr Ala 
65 70 75 80 

Cys Gly Gly Trp Leu Lys Arg Asn val lie Pro Glu Thr ser Ser Arg 
85 * 90 95 

Tyr Gly Asn Phe Asp lie Leu Arg Asp Glu Leu Glu val val Leu Lys 
100 105 110 

Asp val Leu Gin Glu Pro Lys Thr Glu Asp lie val Ala val Gin Lys 
115 120 125 

Ala Lys Ala Leu Tyr Arg Ser Cys lie Asn Glu Ser Ala lie Asp Ser 
130 135 140 

Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu Pro Asp lie Tyr Gly Trp 
145 150 155 160 

Pro val Ala Thr Glu Asn Trp Glu Gin Lys Tyr Gly Ala ser Trp Thr 
165 170 175 

Ala Glu Lys Ala lie Ala Gin Leu Asn ser Lys Tyr Gly Lys Lys Val 
180 185 190 

Leu lie Asn Leu Phe val Gly Thr Asp Asp Lys Asn Ser val Asn His 
195 200 205 

val He His lie Asp Gin Pro Arg Leu Gly Leu Pro Ser Arg Asp Tyr 
210 215 220 

Tyr Glu Cys Thr Gly lie Tyr Lys Glu Ala Cys Thr Ala Tyr val Asp 
225 230 235 240 

Phe Met lie Ser val Ala Arg Leu lie Arg Gin Glu Glu Arg Leu Pro 
245 " 250 255 

lie Asp Glu Asn Gin Leu Ala Leu Glu Met Asn Lys val Met Glu Leu 
260 265 270 

Glu Lys Glu lie Ala Asn Ala Thr Ala Lys Pro Glu Asp Arg Asn Asp 
275 280 285 
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Pro Met Leu Leu Tyr Asn Lys Met Thr Leu Ala Gin lie Gin Asn Asn 
290 295 300 

Phe Ser Leu Glu lie Asn Gly Lys Pro Phe Ser Trp Leu Asn Phe Thr 
305 310 315 320 

Asn Glu lie Met Ser Thr val Asn lie Ser lie Thr Asn Glu Glu Asp 
325 330 335 

val val Val Tyr Ala Pro Glu Tyr Leu Thr Lys Leu Lys Pro lie Leu 
340 345 350 

Thr Lys Tyr ser Ala Arg Asp Leu Gin Asn Leu Met Ser Trp Arg Phe 
355 ~ 360 365 

lie Met Asp Leu Val Ser Ser Leu Ser Arg Thr Tyr Lys Glu Ser Arg 
370 375 ~ 380 

Asn Ala Phe Arg Lys Ala Leu Tyr Gly Thr Thr Ser Glu Thr Ala Thr 
385 390 395 400 

Trp Arg Arg Cys Ala Asn Tyr val Asn Gly Asn Met Glu Asn Ala Val 
405 410 415 

Gly Arg Leu Tyr val Glu Ala Ala Phe Ala Gly Glu Ser Lys His val 
420 425 430 

val Glu Asp Leu lie Ala Gin lie Arg Glu val Phe lie Gin Thr Leu 
435 440 445 

Asp Asp Leu Thr Trp Met Asp Ala Glu Thr Lys Lys Arg Ala Glu Glu 
450 455 460 

Lys Ala Leu Ala lie Lys Glu Arg lie Gly Tyr Pro Asp Asp lie val 
465 470 475 480 

Ser Asn Asp Asn Lys Leu Asn Asn Glu Tyr Leu Glu Leu Asn Tyr Lys 
485 490 495 

Glu Asp Glu Tyr Phe Glu Asn lie lie Gin Asn Leu Lys Phe Ser Gin 
500 505 510 

Ser Lys Gin Leu Lys Lys Leu Arg Glu Lys Val Asp Lys Asp Glu Trp 
515 520 525 

lie Ser Gly Ala Ala val Val Asn Ala Phe Tyr ser Ser Gly Arg Asn 
530 535 540 
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Gin lie val Phe Pro Ala Gly lie Leu Gin Pro Pro Phe Phe Ser Ala 
545 550 ' 555 560 

Gin Gin Ser Asn Ser Leu Asn Tyr Gly Gly lie Gly Met val lie Gly 
565 570 575 

His Glu lie Thr His Gly Phe Asp Asp Asn Gly Arg Asn Phe Asn Lys 
580 585 ~ 590 

Asp Gly Asp Leu val Asp Trp Trp Thr Gin Gin Ser Ala Ser Asn Phe 
595 600 605 

Lys Glu Gin Ser Gin Cys Met val Tyr Gin Tyr Gly Asn Phe Ser Trp 
610 615 620 

Asp Leu Ala Gly Gly Gin His Leu Asn Gly lie Asn Thr Leu Gly Glu 
625 630 635 640 

Asn lie Ala Asp Asn Gly Gly Leu Gly Gin Ala Tyr Arg Ala Tyr Gin 
645 ' 650 655 

Asn Tyr lie Lys Lys Asn Gly Glu Glu Lys Leu Leu Pro Gly Leu Asp 
660 665 670 

Leu Asn His Lys Gin Leu Phe Phe Leu Asn Phe Ala Gin val Trp Cys 
675 680 685 

Gly Thr Tyr Arg Pro Glu Tyr Ala val Asn Ser lie Lys Thr Asp val 
690 695 700 

His Ser Pro Gly Asn Phe Arg lie lie Gly Thr Leu Gin Asn Ser Ala 
705 710 715 720 

Glu Phe Ser Glu Ala Phe His Cys Arg Lys Asn Ser Tyr Met Asn Pro 
725 730 735 

Glu Lys Lys Cys Arg val Trp 
740 

<210> 2 

<211> 3181 

<212> DNA 

<213> Homo Sapiens 

<400> 2 

gcaagtcaga aagtcagatg gatataactg atatcaacac tccaaagcca aagaagaaac 

agcgatggac tccactggag atcagcctct cggtccttgt cctgctcctc accatcatag 
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C Cg LydLdaL 


gd LL.yL.dL. LC 


Ld LyCddCC L 


ar/ia+Tia+Tin 

dcy deydcyy 


tatttnraan 

cdcccy eddg 


tratranart 
LCd LCdy dC L 


1 an 


yCalaaaalC 


dgci.gcLC.gd 


C Lgd LCCddd 


dedeggdege 


cdccdcegdg 


rr1"tTi+" a ra n 

cceegedcdg 


^*fL/ 


dLLLL L LLdd 


dLdLyLLLyC 


ggaggccggr 


tnaaarntaa 

eydddcy edd 


eyecdeeccc 


nana^**™an^*1~ 

y dydcedy ce 




rrrnttarnn 

cccyLLdcyy 


raartttnar 
CddC L L LydC 


a+"t+"taanan 
d L L L Lddydy 


atnaartana 
d Lydd C Ldy d 


dyecgeeeeg 


aaanatfltrr 

dddgdegecc 


J DVJ 


ttraanaarr 
LLLddLjddLL 


CddddC Lydd 


na"t~a"t~an"t*an 
gd Ld Ldy Ldy 


r~a/*i1~n/-ariaa 

cdy egcdgdd 


dy Cddddy Cd 


eeyedcdyye 




CCCg Id Lddd 


Ly dd LC Ly L L 


dC Lyd Ldy Cd 


gaggeggaga 


dcceceacec 


a aartri+'+'ar 

dddcegeeac 




r"anar"a*"a*~a 
LdydCdldLd 


cggg cggcca 


g Ldgcddcag 


dddaceggga 


gcaaaaaeae 


/-«^4"/~i^*'4"4"/~4~4~ 

ggegce ec ec 




yyacdyccyd 


a a a a n /""t- a +■ +■ 
ddddy C LdL L 


n^* a a a /~ a 

yCdCddC cyd 


dLLLLdddld 


egyy dddddd 


n-t-/-/"+*-t*a't"f-a 

gecceeaeea 


DUU 


a. 1- 1~ 1~ n 1- 1- 1- n t- 


Lggcdc Lyd L 


riTf] ana a "t~ +■ 
gdCddy dd L L 


^- 4- /-1 4- /~i -3 a "t~ /~ a 

cegegddecd 


tntaattrat 

egeddeecde 


aeegaccddc 


DDU 


LLLydLL Ly y 


/* -h f /* /- 1- 1- r t- 
CCLCCCLLCL 


ananat"+"a f 4- 
dydyd L LdC L 


alTiaalTiz-'a/'* 

deyddey ede 


eyyddecede 


dddgaggcee 




y LdLdy Ld La 


tntnnatttt 
Ly Ly y d llll 


a. 1- n a. 1- 1- 1- 1- n 
d Lyd L LLC eg 


tnnrranatt 

Lyy c cdy dee 


nattrntran 

yd l l cy ecdy 


naanaaanal - 

yddy dddyde 


/ ou 


LyLLLdLLyd 


tnaaaarran 
Ly ddddCCdy 


c l cgc l L egg 


aaa*~/iaa*raa 
dddCgddCdd 


dgccacggaa 


eeggaaaaag 


ohU 


dddL lyLLdd 


LgcLdcggc l 


aaa^f^naari 
dddCC cgdag 


a ccgaaa cga 


4- /-> _ 4. _ _ 4- 4- 
eccaaegcLe 


^*4~/i^a^aa^*a 

ceg ea Lddca 


Qf\f\ 

yuu 


ana't"na/*a+*+' 
dydLyoLdCL 


ygcccdgd LC 


f*aaaai*aa/""t* 
Cdddd LddC L 


eeecdcedgd 


gaecaaeggg 


a artm + + n 

aagecaeeca 


you 


y ccy y ccy dd 


4" 4" 4~ /- "3 /— *3 "3 "3 4* 

L L LCdCddd L 


na a ^a 4" a "t~ /~i 4~ 
yddd LCd eg L 


raart/itna a 

cddcegegaa 


■fat"han+-a+-+- 

eaeeageaee 


acaaaegagg 




ddydcy cyyc 


Lg L L Ld Ly C L 


^* ^* a n a a a +~ 4~ 

ccdgddedee 


4~ a a /"■ a "3 

LddCCdddC L 


eaagcccaee 


CLeaccaaae 




dLLL LyULdy 


dy d LC L LCdd 


dd L L Ldd Ly C 


cceggdgdee 


caeddeggde 


4- 4- /-« 4- -3 n/ir a 

ceegeaagca 


1 1 An 

XX4U 


ycc LCdy ccy 


aaf^-l'afaan 
ddCC LdCddy 


nan*rf*^*a*"ia a 

gdgeccdgdd 


aegceeeccg 


caaggcccee 


eaiggtacaa 


1ZUU 


/T"t"r*anaaaf"" 
ULtLdydddt. 


dy cddc l cyy 


agacg eey eg 


CdddC Ld eg L 


caaegggaat 


atggaaaatg 


1 ")cn 


ctgeggggag 


y c l l Ld eg Ly 


/"iaanr"an^"a*~ 

gddycdgcde 


eegceggaga 


gag eaaaca e 


gtggtcgagg 




atttnattnr 
d L L Lyd L Ly C 


ar'ana^z-^ria 
dCdgd LCCyd 


na an"t"4~4~4~4~a 

gddgeeeeed 


eecagaceee 


aga Lgacc ec 


aceeggatgg 


l3oU 


d Lyccydydc 


aaaaaanarta 
ddddddgdga 


nrtna a n a a a 

gcegddgddd 


an/i/"r + +an^* 

aggeceeage 


aaeeaaagaa 


aggaecggce 


1 Aiin 
J.44U 


atrrtna+na 
dCCC Lyd Lyd 


cdL eg l l tea 


aaegaeaaca 


aacxgaa eaa 


egag tacctc 


gagttgaact 


IdUU 


a/~aaanaana 
dCdddyddy d 


+"na a +■ a /"■ 4" ^ 
LgddX.dC LLC 


gagaacaeaa 


4-+-^--»-«-«-«-t-4-4- 

eecaaaa L L l 


gaaaeecagc 


caaagtaaac 


lbbl) 


aa/^^naanaa 
ddC Lgddgdd 


^"i +■ ^ f% *^ « *^ 

gc Lccgagaa 


aaggeggaca 


aagatgagtg 


gataagtgga 


gcagctgtag 


loZO 


LCdd LyCdL L 


4- .t- ~~ 4. — 4- 4- — — 

l tac LCLtca 


ggaagaaatc 


agatagtctt 


cccagccggc 


attctgeage 


1680 


cccccttctt 


tagtgcccag 


cagtccaact 


cattgaacta 


tgggggcatc 


ggcatggtca 


1740 


taggacacga 


aatcacccat 


ggcttcgatg 


acaatggcag 


aaactttaac 


aaagatggag 


1800 


acctcgttga 


ctggtggact 


caacagtctg 


caagtaactt 


taaggagcaa 


tcccagtgca 


1860 


tggtgtatca 


gtatggaaac 


ttttcctggg 


acctggcagg 


tggacagcac 


cttaatggaa 


1920 


ttaatacact 


gggagaaaac 


attgetgata 


atggaggtct 
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tggtcaagca 
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tacagagect 


1980 
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atcagaatta 


tattaaaaag 


aatggcgaag 


aaaaattact 


tcctggactt 


gacctaaatc 


2040 


acaaacaact 


atttttcttg 


aactttgcac 


aggtgtggtg 


tggaacctat 


aggccagagt 


2100 


atgcggttaa 


ctccattaaa 


acagatgtgc 


acagtccagg 


caatttcagg 


attattggga 


2160 


ctttgcagaa 


ctctgcagag 


ttttcagaag 


cctttcactg 


ccgcaagaat 


tcatacatga 


2220 


atccagaaaa 


gaagtgccgg 


gtttggtgat 


cttcaaaaga 


agcattgcag 


cccttggcta 


2280 


gacttgccaa 


caccacagaa 


atggggaatt 


ctctaatcga 


aagaaaatgg 


gccctagggg 


2340 


tcactgtact 


gacttgaggg 


tgattaacag 


agagggcacc 


atcacaatac 


agataacatt 


2400 


aggttgtcct 


agaaagggtg 


tggagggagg 


aagggggtct 


aaggtctatc 


aagtcaatca 


2460 


tttctcactg 


tgtacataat 


gcttaatttc 


taaagataat 


attactgttt 


atttctgttt 


2520 


ctcatatggt 


ctaccagttt 


gctgatgtcc 


ctagaaaaca 


atgcaaaacc 


tttgaggtag 


2580 


accaggattt 


ctaatcaaaa 


gggaaaagaa 


gatgttgaag 


aatacagtta 


ggcaccagaa 


2640 


gaacagtagg 


tgacactata 


gtttaaaaca 


cattgcctaa 


ctactagttt 


ttacttttat 


2700 


ttgcaacatt 


tacagtcctt 


caaaatcctt 


ccaaagaatt 


cttatacaca 


ttggggcctt 


2760 


ggagcttaca 


tagttttaaa 


ctcatttttg 


ccatacatca 


gttattcatt 


ctgtgatcat 


2820 


ttattttaag 


cactcttaaa 


gcaaaaaatg 


aatgtctaaa 


attgtttttt 


gttgtacctg 


2880 


ctttgactga 


tgctgagatt 


cttcaggctt 


cctgcaattt 


tctaagcaat 


ttcttgctct 


2940 


atctctcaaa 


acttggtatt 


tttcagagat 


ttatataaat 


gtaaaaataa 


taatttttat 


3000 


atttaattat 


taactacatt 


tatgagtaac 


tattattata 


ggtaatcaat 


gaatattgaa 


3060 


gtttcagctt 


aaaataaaca 


gttgtgaacc 


aagatctata 


aagcgatata 


cagatgaaaa 


3120 


tttgagacta 


tttaaactta 


taaatcatat 


tgatgaaaag 


atttaagcac 


aaactttagg 


3180 


g 












3181 



<210> 3 

<211> 535 

<212> PRT 

<213> Homo Sapiens 

<400> 3 

Met Gly Ser Ser Ala Thr Glu lie Glu Glu Leu Glu Asn Thr Thr Phe 
1 5 10 15 

Lys Tyr Leu Thr Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 30 

Gly lie Leu Arg Cys Leu Val Lys Gin Leu Glu Arg Gly Asp Val Asn 
35 40 45 



Val val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala ser val Leu Glu 
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60 



Ala val Tyr lie Asp Glu Thr Arg Arg Leu Leu Asp Thr Glu Asp Glu 
65 70 " 75 80 



Leu Ser Asp lie Gin Thr Asp Ser Val Pro Ser Glu val Arg Asp Trp 
85 90 95 



Leu Ala Ser Thr Phe Thr Arg Lys Met Gly Met Thr Lys Lys Lys Pro 
100 105 110 



Glu Glu Lys Pro Lys Phe Arg Ser lie Val His Ala val Gin Ala Gly 
115 120 125 



lie Phe Val Glu Arg Met Tyr Arg Lys Thr Tyr His Met val Gly Leu 
130 135 140 



Ala Tyr Pro Ala Ala val lie val Thr Leu Lys Asp val Asp Lys Trp 
145 150 155 160 



Ser Phe Asp val Phe Ala Leu Asn Glu Ala Ser Gly Glu His Ser Leu 



Lys Phe Met lie Tyr Glu Leu Phe Thr Arg Tyr Asp Leu lie Asn Arg 
180 185 " 190 



Phe Lys lie Pro val Ser Cys Leu lie Thr Phe Ala Glu Ala Leu Glu 
195 200 205 



val Gly Tyr Ser Lys Tyr Lys Asn Pro Tyr His Asn Leu lie His Ala 
210 215 220 



Ala Asp Val Thr Gin Thr val His Tyr lie Met Leu His Thr Gly lie 
225 230 235 240 



Met His Trp Leu Thr Glu Leu Glu lie Leu Ala Met Val Phe Ala Ala 
245 250 255 



Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn Asn Phe His lie 
260 265 270 



Gin Thr Arg Ser Asp Val Ala lie Leu Tyr Asn Asp Arg Ser Val Leu 
275 280 ' 285 



Glu Asn His His val Ser Ala Ala Tyr Arg Leu Met Gin Glu Glu Glu 



165 



170 



175 



290 



295 



300 
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Met Asn lie Leu lie Asn Leu Ser Lys Asp Asp Trp Arg Asp Leu Arg 
305 310 315 " 320 

Asn Leu val lie Glu Met val Leu Ser Thr Asp Met Ser Gly His Phe 
325 330 335 

Gin Gin lie Lys Asn lie Arg Asn ser Leu Gin Gin Pro Glu Gly lie 
340 ~ 345 350 

Asp Arg Ala Lys Thr Met Ser Leu lie Leu His Ala Ala Asp lie Ser 
355 360 365 

His Pro Ala Lys Ser Trp Lys Leu His Tyr Arg Trp Thr Met Ala Leu 
370 375 380 

Met Glu Glu Phe Phe Leu Gin Gly Asp Lys Glu Ala Glu Leu Gly Leu 
385 390 395 400 

Pro Phe Ser Pro Leu Cys Asp Arg Lys Ser Thr Met val Ala Gin Ser 
405 410 415 

Gin lie Gly Phe lie Asp Phe lie val Glu Pro Thr Phe Ser Leu Leu 
420 425 430 

Thr Asp Ser Thr Glu Lys lie val lie Pro Leu lie Glu Glu Ala Ser 
435 440 445 

Lys Ala Glu Thr ser Ser Tyr val Ala Ser ser ser Thr Thr lie Val 
450 455 460 

Gly Leu His lie Ala Asp Ala Leu Arg Arg ser Asn Thr Lys Gly Ser 
465 470 " 475 480 

Met Ser Asp Gly Ser Tyr Ser Pro Asp Tyr Ser Leu Ala Ala val Asp 
485 490 495 

Leu Lys Ser Phe Lys Asn Asn Leu val Asp lie lie Gin Gin Asn Lys 
500 505 510 

Glu Arg Trp Lys Glu Leu Ala Ala Gin Glu Ala Arg Thr ser ser Gin 
515 520 525 

Lys Cys Glu Phe lie His Gin 
530 535 

<210> 4 
<211> 2008 
<212> DNA 
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<213> Homo Sapiens 
<400> 4 



gaattctgat 


gtgcttcagt 


gcacagaaca 


gtaacagatg 


agetgetttt 


J^t ^1 S*1 A M A A A «4* 

ggggagagct 


bU 


4— -4- — N a -4— a 

tgagtactca 


gtcggagcat 


catcatgggg 


tetagtgeca 


Ai A — m A y-4 A -4^ -A— A A 

cagagattga 


A A A A A> A » A M 

agaattggaa 




aacaccactt 


t taagtatct 


tacaggagaa 


cagactgaaa 


A A A >A— rt i4— A A 

aaatgtggca 


*+m A A| A A *4- A A A 

gcgcctgaaa 


1 on 
loU 


ggaatactaa 


gatgcttggt 


gaagcagctg 


gaaagaggtg 


atgttaacgt 


cgtcgactta 


*>>l A 


aagaagaata 


ttgaatatgc 


ggcatctgtg 


ctggaagcag 


tttatatcga 


tgaaacaaga 




agacttctgg 


atactgaaga 


tgagctcagt 


gacattcaga 


ctgactcagt 


cccatctgaa 


3O0 


gtccgggact 


ggttggcttc 


tacctttaca 


eggaaaatgg 


ggatgacaaa 


aaagaaacct 




A M A) MAMMA A 

gaggaaaaac 


caaaatttcg 


gagcattgtg 


catgctgttc 


A A At -A— ^fJ A, A ^— 

aagctggaat 


4~ <4~ 4— -ft— ^fj A A A A 

ttttgtggaa 




agaatgtacc 


gaaaaacata 


tcatatggtt 


ggtttggcat 


A ^— A A A y^a A A A A 

atccagcagc 


4— •4 BB A A «k A 'A— A 

tgtcatcgta 




acat taaagg 


atgttgataa 


atggtctttc 


gatgtatttg 


,A A A A A A A 

ccctaaatga 


A A A A A >4>> M A 

agcaagtgga 


bUU 


gagcatagtc 


tgaagtttat 


gatttatgaa 


ctgtttacca 


S-s. A ^— A ■4— ^fl A aft— A -ft— 

gatatgatct 


^» A A A A —> -4- 

tatcaaccgt 


CCA 

bbU 


ttcaagat tc 


ctg tttcttg 


cctaatcacc 


tttgcagaag 


ctttagaagt 


tggttacagc 


/ «lO 


aagtacaaaa 


atccatatca 


caatttgatt 


catgeagctg 


atgtcactca 


aactgtgcat 


"no a 

780 


tacataatgc 


t tea tacagg 


tatcatgeae 


tggctcactg 


aactggaaat 


tttagcaatg 


O /I A 

o40 


g tctttgctg 


ctgccattca 


tgattatgag 


catacaggga 


caacaaacaa 


ctttcacatt 


AAA 

you 


cagacaaggt 


cagatgttgc 


cattttgtat 


A A ^» j+m A ^ A A 4— 

aatgatcget 


/» >4_ A 4* A A ^» jf M M 

ctgtccttga 


gaatcaccac 


OCA 

ybo 


gtgagtgcag 


cttatcgact 


a 4— a a a A 

tatgeaagaa 


gaagaaatga 


atatcttgat 


aaatttatcc 


1 Air* 

1020 


aaagatgact 


*f*i -t"» .a a a a «k 

ggagggatct 


teggaaccta 


gtgattgaaa 


tggttttatc 


tacagacatg 


1 AOA 

1080 


-4- y— — \ A| ^— j^* a a A* 

tcaggtcact 


tccagcaaat 


taaaaatata 


agaaacagtt 


tgcagcagcc 


tgaagggatt 


1140 


gacagagcca 


aaaccatgtc 


cctgattctc 


cacgcagcag 


acatcagcca 


cccagccaaa 


1200 


tcctggaagc 


tgeattateg 


gtggaccatg 


gecctaatgg 


aggagttttt 


ectgeaggga 


1260 


gataaagaag 


ctgaattagg 


gcttccattt 


tccccacttt 


gtgatcggaa 


gtcaaccatg 


1320 


gtggcccagt 


cacaaatagg 


tttcatcgat 


ttcatagtag 


agecaacatt 


ttctcttctg 


1380 


acagactcaa 


cagagaaaat 


tgttattcct 


cttatagagg 


aagcctcaaa 


agecgaaact 


1440 


tcttcctatg 


tggcaagcag 


ctcaaccacc 


attgtggggt 


tacacattgc 


tgatgeacta 


1500 


agacgatcaa 


atacaaaagg 


ctccatgagt 


gatgggtcct 


attccccaga 


ctactccctt 


1560 


gcagcagtgg 


acctgaagag 


tttcaagaac 


aacctggtgg 


acatcattca 


gcagaacaaa 


1620 


gagaggtgga 


aagagttagc 


tgcacaagaa 


gcaagaacca 


gttcacagaa 


gtgtgagttt 


1680 


attcatcagt 


aaacaccttt 


aagtaaaacc 


tcgtgcatgg 


tggcagctct 


aatttgacca 


1740 


aaagacttgg 


agattttgat 


tatgettget 


ggaaatctac 
Page 


cctgtcctgt 
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gtgagacagg 


1800 
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aaatctattt ttgcagattg ctcaataagc atcatgagcc acataaataa cagctgtaaa 1860 

ctccttaatt caccgggctc aactgctacc gaacagattc atctagtggc tacatcagca 1920 

ccttgtgctt tcagatatct gtttcaatgg cattttgtgg catttgtctt taccgagtgc 1980 

caataaattt tctttgagca aaaaaaaa 2008 

<210> 5 

<211> 941 

<212> PRT 

<213> Homo Sapiens 

<400> 5 

Met Gly Gin Ala Cys Gly His Ser lie Leu Cys Arg Ser Gin Gin Tyr 
1 5 10 15 

Pro Ala Ala Arg Pro Ala Glu Pro Arg Gly Gin Gin val Phe Leu Lys 
20 25 30 

Pro Asp Glu Pro Pro Pro Pro Pro Gin Pro Cys Ala Asp Ser Leu Gin 
35 40 45 

Asp Ala Leu Leu Ser Leu Gly Ser val lie Asp lie Ser Gly Leu Gin 
50 55 60 

Arg Ala val Lys Glu Ala Leu Ser Ala val Leu Pro Arg Val Glu Thr 
65 70 75 " 80 

Val Tyr Thr Tyr Leu Leu Asp Gly Glu Ser Gin Leu Val Cys Glu Asp 
85 90 95 

Pro Pro His Glu Leu Pro Gin Glu Gly Lys Val Arg Glu Ala lie lie 
100 105 " 110 

Ser Gin Lys Arg Leu Gly Cys Asn Gly Leu Gly Phe Ser Asp Leu Pro 
115 " 120 125 

Gly Lys Pro Leu Ala Arg Leu val Ala Pro Leu Ala Pro Asp Thr Gin 
130 135 140 

val Leu val Met Pro Leu Ala Asp Lys Glu Ala Gly Ala val Ala Ala 
145 150 155 160 

val lie Leu val His Cys Gly Gin Leu Ser Asp Asn Glu Glu Trp ser 
165 170 175 

Leu Gin Ala val Glu Lys His Thr Leu Val Ala Leu Arg Arg Val Gin 
180 185 190 
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val Leu Gin Gin Arg Gly Pro Arg Glu Ala Pro Arg Ala val Gin Asn 
195 200 205 

Pro Pro Glu Gly Thr Ala Glu Asp Gin Lys Gly Gly Ala Ala Tyr Thr 
210 215 220 

Asp Arg Asp Arg Lys lie Leu Gin Leu cys Gly Glu Leu Tyr Asp Leu 
225 230 235 240 

Asp Ala ser Ser Leu Gin Leu Lys val Leu Gin Tyr Leu Gin Gin Glu 
245 250 255 

Thr Arg Ala Ser Arg cys Cys Leu Leu Leu val ser Glu Asp Asn Leu 
260 265 270 

Gin Leu ser cys Lys Val lie Gly Asp Lys val Leu Gly Glu Glu val 
275 280 285 

Ser Phe Pro Leu Thr Gly Cys Leu Gly Gin val val Glu Asp Lys Lys 
290 295 300 

Ser He Gin Leu Lys Asp Leu Thr Ser Glu Asp Val Gin Gin Leu Gin 
305 310 315 320 

Ser Met Leu Gly Cys Glu Leu Gin Ala Met Leu Cys val Pro Val lie 
325 330 335 

Ser Arg Ala Thr Asp Gin val val Ala Leu Ala Cys Ala Phe Asn Lys 
340 345 350 

Leu Glu Gly Asp Leu Phe Thr Asp Glu Asp Glu His val lie Gin His 
355 360 365 

Cys Phe His Tyr Thr Ser Thr val Leu Thr Ser Thr Leu Ala Phe Gin 
370 375 380 

Lys Glu Gin Lys Leu Lys Cys Glu Cys Gin Ala Leu Leu Gin val Ala 
385 390 395 400 

Lys Asn Leu Phe Thr His Leu Asp Asp val Ser val Leu Leu Gin Glu 
405 410 415 

lie He Thr Glu Ala Arg Asn Leu ser Asn Ala Glu lie Cys Ser val 
420 425 430 

Phe Leu Leu Asp Gin Asn Glu Leu val Ala Lys val Phe Asp Gly Gly 
435 440 445 
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val val Asp Asp Glu Ser Tyr Glu lie Arg lie Pro Ala Asp Gin Gly 
450 455 460 

lie Ala Gly His val Ala Thr Thr Gly Gin lie Leu Asn lie Pro Asp 
465 470 * 475 480 

Ala Tyr Ala His Pro Leu Phe Tyr Arg Gly Val Asp Asp Ser Thr Gly 
485 490 495 

Phe Arg Thr Arg Asn lie Leu Cys Phe Pro lie Lys Asn Glu Asn Gin 
500 505 510 

Glu val lie Gly val Ala Glu Leu val Asn Lys lie Asn Gly Pro Trp 
515 520 525 

Phe Ser Lys Phe Asp Glu Asp Leu Ala Thr Ala Phe Ser lie Tyr Cys 
530 535 540 

Gly lie Ser lie Ala His Ser Leu Leu Tyr Lys Lys val Asn Glu Ala 
545 550 555 560 

Gin Tyr Arg Ser His Leu Ala Asn Glu Met Met Met Tyr His Met Lys 
565 570 575 

val ser Asp Asp Glu Tyr Thr Lys Leu Leu His Asp Gly lie Gin Pro 
580 585 590 

val Ala Ala lie Asp Ser Asn Phe Ala Ser Phe Thr Tyr Thr Pro Arg 
595 600 605 

Ser Leu Pro Glu Asp Asp Thr Ser Met Ala lie Leu Ser Met Leu Gin 
610 615 620 

Asp Met Asn Phe lie Asn Asn Tyr Lys lie Asp Cys Pro Thr Leu Ala 
625 630 635 640 

Arg Phe Cys Leu Met val Lys Lys Gly Tyr Arg Asp Pro Pro Tyr His 
645 650 655 

Asn Trp Met His Ala Phe Ser Val Ser His Phe Cys Tyr Leu Leu Tyr 
660 665 670 

Lys Asn Leu Glu Leu Thr Asn Tyr Leu Glu Asp lie Glu lie Phe Ala 
675 680 685 

Leu Phe lie Ser Cys Met Cys His Asp Leu Asp His Arg Gly Thr Asn 
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690 695 700 

Asn Ser Phe Gin val Ala Ser Lys Ser val Leu Ala Ala Leu Tyr Ser 
705 710 715 720 

Ser Glu Gly Ser val Met Glu Arg His His Phe Ala Gin Ala lie Ala 
725 730 735 

lie Leu Asn Thr His Gly Cys Asn lie Phe Asp His Phe Ser Arg Lys 
740 745 750 

Asp Tyr Gin Arg Met Leu Asp Leu Met Arg Asp lie lie Leu Ala Thr 
755 760 ~ 765 

Asp Leu Ala His His Leu Arg lie Phe Lys Asp Leu Gin Lys Met Ala 
770 775 780 

Glu val Gly Tyr Asp Arg Asn Asn Lys Gin His His Arg Leu Leu Leu 
785 790 795 ~ 800 

Cys Leu Leu Met Thr ser Cys Asp Leu Ser Asp Gin Thr Lys Gly Trp 
805 810 815 

Lys Thr Thr Arg Lys lie Ala Glu Leu lie Tyr Lys Glu Phe Phe Ser 
820 825 830 

Gin Gly Asp Leu Glu Lys Ala Met Gly Asn Arg pro Met Glu Met Met 
835 840 845 

Asp Arg Glu Lys Ala Tyr lie Pro Glu Leu Gin lie Ser Phe Met Glu 
850 855 860 

His lie Ala Met Pro lie Tyr Lys Leu Leu Gin Asp Leu Phe Pro Lys 
865 870 875 880 

Ala Ala Glu Leu Tyr Glu Arg val Ala ser Asn Arg Glu His Trp Thr 
885 890 " 895 

Lys val Ser His Lys Phe Thr lie Arg Gly Leu Pro ser Asn Asn Ser 
900 905 910 

Leu Asp Phe Leu Asp Glu Glu Tyr Glu Val Pro Asp Leu Asp Gly Thr 
915 920 925 

Arg Ala Pro lie Asn Gly Cys Cys Ser Leu Asp Ala Glu 
930 935 940 
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<210> 6 
<211> 4240 
<212> DNA 
<213> Homo Sapiens 



<400> 6 
cagcagagct 


ggattggggt 


gttgagtcca 


ggctgagtag 


ggggcagccc 


actgctcttg 


oU 


gtccctgtgc 


ctgctggggg 


tgccctgccc 


tgaactccag 


gcagcgggga 


cagggcgagg 




tgccacctta 


gtctggctgg 


ggaggcggac 


gatgaggagt 


gatggggcag 


gcatgcggcc 


loU 


actccatcct 


ctgcaggagc 


cagcagtacc 


cggcagcgcg 


accggctgag 


ccgcggggcc 


Z4U 


agcaggtctt 


cctcaagccg 


gacgagccgc 


cgccgccgcc 


gcagccatgc 


gccgacagcc 


"3 A A 


tgcaggacgc 


cttgctgagt 


ctgggctctg 


tcatcgacat 


ttcaggcctg 


caacgtgctg 


ioU 


tcaaggaggc 


cctg tcagc l 


g rgc lccccc 


gagrggaaac 


tgtc tacacc 


Lacctac tgg 




atggtgagtc 


ccagctggtg 


tgtgaggacc 


ccccacatga 


gctgccccag 


gaggggaaag 


/I Q A 

480 


tccgggaggc 


tatcatctcc 


cagaagcggc 


tgggctgcaa 


tgggctgggc 


ttctcagacc 


C /I A 

b4U 


tgccagggaa 


gcccttggcc 


aggctggtgg 


ctccactggc 


tcctgatacc 


caagtgctgg 


c aa 
DUO 


tcatgccgct 


agcggacaag 


gaggctgggg 


ccgtggcagc 


tgtcatcttg 


gtgcactgtg 


CCA 

obO 


gccagctgag 


tgataatgag 


gaatggagcc 


tgcaggcggt 


ggagaagcat 


accctggtcg 


720 


ccctgcggag 


ggtgcaggtc 


ctgcagcagc 


gcgggcccag 


ggaggctccc 


cgagccgtcc 


*70 A 

780 


agaacccccc 


ggaggggacg 


gcggaagacc 


agaagggcgg 


ggcggcgtac 


accgaccgcg 


840 


accgcaagat 


cctccaactg 


tgcggggaac 


tctacgacct 


ggatgcctct 


tccctgcagc 


AAA 

900 


tcaaagtgct 


ccaatacctg 


cagcaggaga 


cccgggcatc 


ccgctgctgc 


ctcctgctgg 


AC A 

960 


tgtcggagga 


caatctccag 


ctttcttgca 


aggtcatcgg 


agacaaagtg 


ctcggggaag 


1 ATA 

1020 


aggtcagctt 


tcccttgaca 


ggatgcctgg 


gccaggtggt 


ggaagacaag 


aagtccatcc 


1 AO A 

1080 


agctgaagga 


cctcacctcc 


gaggatgtac 


aacagctgca 


gagcatgttg 


ggctgtgagc 


1140 


tgcaggccat 


gctctgtgtc 


cctgtcatca 


gccgggccac 


tgaccaggtg 


gtggccttgg 


1200 


cctgcgcctt 


caacaagcta 


gaaggagact 


tgttcaccga 


cgaggacgag 


catgtgatcc 


1260 


agcactgctt 


ccactacacc 


agcaccgtgc 


tcaccagcac 


cctggccttc 


cagaaggaac 


1320 


agaaactcaa 


gtgtgagtgc 


caggctcttc 


tccaagtggc 


aaagaacctc 


ttcacccacc 


1380 


tggatgacgt 


ctctgtcctg 


ctccaggaga 


tcatcacgga 


ggccagaaac 


ctcagcaacg 


1440 


cagagatctg 


ctctgtgttc 


ctgctggatc 


agaatgagct 


ggtggccaag 


gtgttcgacg 


1500 


ggggcgtggt 


ggatgatgag 


agctatgaga 


tccgcatccc 


ggccgatcag 


ggcatcgcgg 


1560 


gacacgtggc 


gaccacgggc 


cagatcctga 


acatccctga 


cgcatatgcc 


catccgcttt 


1620 


tctaccgcgg 


cgtggacgac 


agcaccggct 


tccgcacgcg 


caacatcctc 


tgcttcccca 


1680 


tcaagaacga 


gaaccaggag 


gtcatcggtg 


tggccgagct 
Page 


ggtgaacaag 
14 


atcaatgggc 


1740 
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catgg l tcag 


caag t tcgac 


gaggacc tgg 


cgacggcc z z 


/"4-^»/" , "^4»/ , "4»<5 /~ 

c Lccatcxac 


tgcggcatca 


loUU 


gcatcgccca 


ttctctccta 


tacaaaaaag 


tgaatgaggc 


tcagtaLcgc 


agccacctgg 


lobU 


ccaatgagat 


gatgatgtac 


cacatgaagg 


tctccgacga 


4- /*^t •* 4- 4- -> r~ r~ 

tgagtatacc 


y~ 4- 4- *~ 4- y~ 

aaacttctcc 




atgatgggat 


ccagcctgtg 


gctgccattg 


-^^-4-r-*--»-*4-4-4- 

actccaattt 


tgcaagtttc 


acctataccc 


iyou 


4— jp* 4-* JL* JL» a ^ A> 

ctcgttccct 


gcccgaggat 


gacacgtcca 


tggccatcct 


gagcatgctg 


caggacatga 




at t tcatcaa 


caac tacaaa 


attgactgcc 


cgaccctggc 


ccggttctgt 


ttgatggtga 


">1 A A 
ZlUU 


agaagggcta 


ccgggatccc 


ccctaccaca 


actggatgca 


^"4-4-4-4-^-4- 

cgccttttct 


gtctcccact 




tctgctacct 


gc tc tacaag 


aaccrggagc 


tcaccaacta 


cctcgaggac 


atcgagatct 


LLLK) 


l tgcc L tg L L 


laiiiccigc 


a tg tg tea ug 


acc tggacca 


cagaggcaca 


aacaactctt 




xccdyg uygc 


CLCydddLCL 


g rgc rggc ug 


cgcxciacag 


etc tgagggc 


4— y « 4- /~ 4- /^i r% 

tccgtcatgg 




agaggcacca 


cl l ugc rcag 


gcca rcgcca 


rccucaacac 


ccacggc tgc 


aacatctttg 


~i A A A 


•^4-^--34-4-4-/-"4-r" 


ccggaaggac 


xaxcagcgca 


4- ^« ^*4-^"ir > i*^4"^4" 

tgc Lggaicr 


gatgcgggac 


atcatcttgg 


0 >f CA 


ccacagaccT. 


ggcccacca l 


ctccgca lc l 


tcaaggacct 


ccagaagatg 


gctgaggtgg 


*> C OA 


gc uacgaccg 


aaacaacaag 


cagcaccaca 


gac t lc tec z 


ctgcctcctc 


atgacctcct 




g tgacc lc lc 


ugaccagacc 


aagggctgga 


agac tacgag 


aaagatcgcg 


gagctgatct 


Zb4U 


acaaagaa ll 


cttcxcccag 


ggagacctgg 


agaaggccat 


gggcaacagg 


ccgatggaga 


O 7AA 


xga xggaccg 


ggagaaggcc 


4-~»4-"*4-^"yy~'4-*~i 

taLatccctg 


agctgcaaat 


cagcttcatg 


gagcacattg 




caatgcccat 


cuacaagctg 


ttgcaggacc 


tgttccccaa 


agcggcagag 


ctgtacgagc 




gcgtggcctc 


caaccgtgag 


cactggacca 


aggtgtccca 


caagttcacc 


atccgcggcc 


T OO A 

2880 


tcccaagtaa 


caactcgctg 


gacttcctgg 


atgaggagta 


cgaggtgcct 


gatctggatg 


2940 


gcac tagggc 


ccccarcaa t 


ggctgctgca 


gccttgatgc 


tgagtgatcc 


cctccaggac 


o AAn 

3000 


acttccctgc 


ccaggccacc 


tcccacagcc 


ctccactggt 


ctggccagat 


gcactgggaa 


o f\cr\ 

3060 


cagagccacg 


ggtcctgggt 


cctagaccag 


gacttcctgt 


gtgaccctgg 


acaagtacta 


inn 

3120 


f f~ 4- 4* ^* f 4- r"i 

ccttcctggg 


^ ^ 4~ y*t A" 4- 4- 4- 

cc Lcagcttt 


ctcgtctgta 


taatggaagc 


aagacttcca 


acctcacgga 


•>1 OA 

3180 


y*i" »^-4-4-4-/"i4--^-^ 

gac it tgtaa 


4-4-4-<-iy4-4-r-4-y 

tt tgcttctc 


tgagagcaca 


ggggtgacca 


atgagcagtg 


ggccctactc 


3240 


4- t-% f y 4- 4- r<< 

tgcacctctg 


accacacctt 


ggcaagtctt 


tcccaagcca 


ttctttgtct 


gagcagcttg 


3300 


atggtttctc 


cttgccccat 


ttctgcccca 


ccagatcttt 


gctcctttcc 


ctttgaggac 


3360 


tcccaccctt 


tgggtctcca 


ggatcctcat 


ggaaggggaa 


ggtgagacat 


ctgagtgagc 


3420 


agagtgtggc 


atcttggaaa 


cagtccttag 


ttctgtggga 


ggactagaaa 


cagccgcggc 


3480 


gaaggccccc 


tgaggaccac 


tactatactg 


atggtgggat 


tgggacctgg 


gggatacagg 


3540 


ggccccagga 


agaagctggc 


cagaggggca 


gctcagtgct 


ctgcagagag 


gggccctggg 


3600 
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gagaagcagg 


atgggattga 


tgggcaggag 


ggatccccgc 


actgggagac aggcccaggt 


3660 


atgaatgagc 


cagccatgct 


tcctcctgcc 


tgtgtgacgc tgggcgagtc tcttcccctg 


3720 


tctgggccaa 


acagggagcg 


ggtaagacaa 


tccatgctct 


aagatccatt ttagatcaat 


3780 


gtctaaaata 


gctctatggc 


tctgcggagt 


cccagcagag 


gctatggaat gtttctgcaa 


3840 


ccctaaggca 


cagagagcca 


accctgagtg 


tctcagaggc 


cccctgagtg ttccccttgg 


3900 


cctgagcccc 


ttacccattc 


ctgcagccag 


tgagagacct 


ggcctcagcc tggcagcgct 


3960 


ctcttcaagg 


ccatatccac 


ctgtgccctg 


gggcttggga gaccccatag gccgggactc 


4020 


ttgggtcagc 


ccgccactgg 


cttctctctt 


tttctccgtt 


tcattctgtg tgcgttgtgg 


4080 


ggtgggggag 


ggggtccacc 


tgccttacct 


ttctgagttg 


cctttagaga gatgcgtttt 


4140 


tctaggactc 


tgtgcaactg 


tcgtatatgg 


tcccgtgggc 


tgaccgcttt gtacatgaga 


4200 


ataaatctat 


ttctttctac 


caaaaaaaaa 


aaaaaaaaaa 




4240 



<210> 7 

<211> 97 

<212> PRT 

<213> Homo Sapiens 

<400> 7 

Met Leu Gly Asn Lys Arg Leu Gly Leu Ser Gly Leu Thr Leu Ala Leu 
1 5 10 15 

Ser Leu Leu val Cys Leu Gly Ala Leu Ala Glu Ala Tyr Pro Ser Lys 
20 25 30 

Pro Asp Asn Pro Gly Glu Asp Ala Pro Ala Glu Asp Met Ala Arg Tyr 
35 40 45 

Tyr Ser Ala Leu Arg His Tyr lie Asn Leu lie Thr Arg Gin Arg Tyr 
50 55 60 

Gly Lys Arg ser ser Pro Glu Thr Leu lie Ser Asp Leu Leu Met Arg 
65 70 75 80 

Glu Ser Thr Glu Asn val Pro Arg Thr Arg Leu Glu Asp Pro Ala Met 
85 90 95 



Trp 



<210> 8 

<211> 551 

<212> DNA 

<213> Homo Sapiens 
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<4UU> o 

accccatccg 


ctggctctca 


cccctcggag 


acgctcgccc 


gacagcatag 


tacttgccgc 


60 


ccagccacgc 


ccgcgcgcca 


gccaccatgc 


taggtaacaa 


gcgactgggg 


ctgtccggac 


120 


tgaccctcgc 


cctgtccctg 


ctcgtgtgcc 


tgggtgcgct 


ggccgaggcg 


tacccctcca 


180 


agccggacaa 


cccgggcgag 


gacgcaccag 


cggaggacat 


ggccagatac 


tactcggcgc 


240 


tgcgacacta 


catcaacctc 


atcaccaggc 


agagatatgg 


aaaacgatcc 


agcccagaga 


300 


cactgatttc 


agacctcttg 


atgagagaaa 


gcacagaaaa 


tgttcccaga 


actcggcttg 


360 


aagaccctgc 


aatgtggtga 


tgggaaatga 


gacttgctct 


ctggcctttt 


cctattttca 


420 


gcccatattt 


catcgtgtaa 


aacgagaatc 


cacccatcct 


accaatgcat 


gcagccactg 


480 


tgctgaattc 


tgcaatgttt 


tcctttgtca 


tcattgtata 


tatgtgtgtt 


taaataaagt 


540 


atcatgcatt 


c 










551 



<210> 9 

<211> 384 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Asn Ser Thr Leu Phe Ser Gin Val Glu Asn His Ser val His Ser 
15 10 15 

Asn Phe Ser Glu Lys Asn Ala Gin Leu Leu Ala Phe Glu Asn Asp Asp 
20 25 30 

Cys His Leu Pro Leu Ala Met lie Phe Thr Leu Ala Leu Ala Tyr Gly 
35 40 45 

Ala val lie lie Leu Gly val Ser Gly Asn Leu Ala Leu lie lie He 
50 55 ' 60 

He Leu Lys Gin Lys Glu Met Arg Asn val Thr Asn lie Leu lie val 
65 70 75 80 

Asn Leu ser Phe Ser Asp Leu Leu val Ala lie Met Cys Leu Pro Phe 
85 90 95 

Thr Phe Val Tyr Thr Leu Met Asp His Trp val Phe Gly Glu Ala Met 
100 105 110 

cys Lys Leu Asn Pro Phe val Gin Cys val Ser lie Thr val Ser lie 
115 120 125 

Phe Ser Leu val Leu lie Ala val Glu Arg His Gin Leu lie lie Asn 
130 135 ~ 140 
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pro Arg Gly Trp Arg Pro Asn Asn Arg His Ala Tyr val Gly lie Ala 
145 " 150 " 155 160 

val lie Trp Val Leu Ala Val Ala Ser Ser Leu Pro Phe Leu lie Tyr 
165 170 175 

Gin val Met Thr Asp Glu Pro Phe Gin Asn val Thr Leu Asp Ala Tyr 
180 185 190 

Lys Asp Lys Tyr val Cys Phe Asp Gin Phe Pro Ser Asp Ser His Arg 
195 200 205 

Leu Ser Tyr Thr Thr Leu Leu Leu val Leu Gin Tyr Phe Gly Pro Leu 
210 215 220 

Cys Phe lie Phe lie Cys Tyr Phe Lys lie Tyr lie Arg Leu Lys Arg 
225 230 235 240 



Arg Asn Asn Met Met Asp Lys Met Arg Asp Asn Lys Tyr Arg ser Ser 
245 250 255 

Glu Thr Lys Arg lie Asn lie Met Leu Leu Ser lie val val Ala Phe 
260 265 270 

Ala val Cys Trp Leu Pro Leu Thr lie Phe Asn Thr val Phe Asp Trp 
275 280 285 

Asn His Gin lie lie Ala Thr cys Asn His Asn Leu Leu Phe Leu Leu 
290 295 300 

Cys His Leu Thr Ala Met lie Ser Thr Cys val Asn Pro lie Phe Tyr 
305 310 315 320 

Gly Phe Leu Asn Lys Asn Phe Gin Arg Asp Leu Gin Phe Phe Phe Asn 
325 330 335 

Phe Cys Asp Phe Arg Ser Arg Asp Asp Asp Tyr Glu Thr lie Ala Met 
340 " 345 350 

ser Thr Met His Thr Asp val ser Lys Thr ser Leu Lys Gin Ala Ser 
355 360 365 

Pro val Ala Phe Lys Lys lie Asn Asn Asn Asp Asp Asn Glu Lys lie 
370 375 380 

<210> 10 
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<211> 2624 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> misc_feature 
<222> (1622) . . (1624) 
<223> n is a f c, g, or t 


<400> 10 
attgttcagt 


tcaagggaat 


gaagaattca 


gggaataaga 


ataagctgaa 


cagttgacct 


aaaataatct 


ataacaacca 


aaccaatcaa 


aaatcattca 


gtccactcta 


atttctcaga 


tgatgattgt 


catctgccct 


tggccatgat 


gatcattctt 


ggtgtctctg 


gaaacctggc 


gatgagaaat 


gttaccaaca 


tcctgattgt 


catcatgtgt 


ctccccttta 


catttgtcta 


ggcgatgtgt 


aagttgaatc 


cttttgtgca 


tctggttctc 


attgctgtgg 


aacgacatca 


aaataataga 


catgcttatg 


taggtattgc 


tttgcctttc 


ctgatctacc 


aagtaatgac 


tgcgtacaaa 


gacaaatacg 


tgtgctttga 


ttataccact 


ctcctcttgg 


tgctgcagta 


ctacttcaag 


atatatatac 


gcctaaaaag 


caataagtac 


aggtccagtg 


aaaccaaaag 


agcatttgca 


gtctgctggc 


tccctcttac 


tcagatcatt 


gctacctgca 


accacaatct 


gatatccact 


tgtgtcaacc 


ccatatttta 


cttgcagttc 


ttcttcaact 


tttgtgattt 


agccatgtcc 


acgatgcaca 


cagatgtttc 


cgcatttaaa 


aaaatcaaca 


acaatgatga 


tatggtcccg 


gatgacatct 


gtttaaaaac 


tgttctccca 


aggaatgggg 


ttgaaatcat 


ttttttactg 


cttttgttgt 


agtgtcataa 


gggtcttctg 


gaaatagttt 


tgaccagaca 
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gaataatttt 


ggtaaatgga 


ttccaatatc 


bU 


gctttgaaga 


aacatactgt 


ccatttgtct 


i ta 


aatgaattca 


acattatttt 


cccaggttga 


1 OA 

180 


gaagaatgcc 


cagcttctgg 


cttttgaaaa 


Z4U 


atttacctta 


gctcttgctt 


atggagctgt 


3 aa 


cttgatcata 


atcatcttga 


aacaaaagga 


"3 C A 


gaacctttcc 


ttctcagact 


tgcttgttgc 


4zU 


cacattaatg 


gaccactggg 


tctttggtga 


480 


atgtgtttca 


atcactgtgt 


ccattttctc 


540 


gctgataatc 


aaccctcgag 


ggtggagacc 


600 


mmm +mm Am ++m A mmm m%m Am ,m m 

tgtgatttgg 


gtccttgctg 


tggcttcttc 


660 


tgatgagccg 


ttccaaaatg 


taacacttga 


"7 "> A 

720 


tcaatttcca 


tcggactctc 


ataggttgtc 


"70 A 

780 


ttttggtcca 


ctttgtttta 


tatttatttg 


840 


gagaaacaac 


atgatggaca 


agatgagaga 


900 


aatcaatatc 


atgctgctct 


ccattgtggt 


960 


catctttaac 


actgtgtttg 


attggaatca 


1020 


gttattcctg 


ctctgccacc 


tcacagcaat 


1080 


tgggttcctg 


aacaaaaact 


tccagagaga 


1140 


ccggtctcgg 


gatgatgatt 


atgaaacaat 


1200 


caaaacttct 


ttgaagcaag 


caagcccagt 


1260 


taatgaaaaa 


atctgaaact 


acttatagcc 


1320 


aagcacaacc 


tgcaacatac 


tttgattacc 


1380 


ttgaaaatga 


ctaagatttt 


cttgtcttgc 


1440 


ttacatttgg 


aacaaaaggt 


gtgggctttg 


1500 


tctttgaagt 


gctttttgtg 


aatttatgca 


1560 
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tataatataa 


agacttttat 


actgtactta 


ttggaatgaa 


atttctttaa agtattacga 


1620 


tnnnctgact 


tcagaagtac 


ctgccatcca 


atacggtcat 


tagattgggt catcttgatt 


1680 


agattagatt 


agattagatt 


gtcaacagat 


tgggccatcc 


ttactttatg ataggcatca 


1740 


ttttagtgtg 


ttacaatagt 


aacagtatgc 


aaaagcagca 


ttcaggagcc gaaagatagt 


1800 


cttgaagtca 


ttcagaagtg 


gtttgaggtt 


tctgtttttt 


ggtggttttt gtttgttttt 


1860 


tttttttttc 


accttaaggg 


aggctttcat 


ttcctcccga 


ctgattgtca cttaaatcaa 


1920 


aatttaaaaa 


tgaataaaaa 


gacatacttc 


tcagctgcaa 


atattatgga gaattgggca 


1980 


cccacaggaa 


tgaagagaga 


aagcagctcc 


ccaacttcaa 


aaccattttg gtacctgaca 


2040 


acaagagcat 


tttagagtaa 


ttaatttaat 


aaagtaaatt 


agtattgctg caaatagcta 


2100 


aattatattt 


atttgaattg 


atggtcaaga 


gattttccat 


tttttttaca gactgttcag 


2160 


tgtttgtcaa 


gcttctggtc 


taatatgtac 


tcgaaagact 


ttccgcttac aatttgtaga 


2220 


aacacaaata 


tcgttttcca 


tacagcagtg 


cctatatagt 


gactgatttt aactttcaat 


2280 


gtccatcttt 


caaaggaagt 


aacaccaagg 


tacaatgtta 


aaggaatatt cactttacct 


2340 


agcagggaaa 


aatacacaaa 


aactgcagat 


acttcatata 


gcccatttta acttgtataa 


2400 


actgtgtgac 


ttgtggcgtc 


ttataaataa 


tgcactgtaa 


agattactga atagttgtgt 


2460 


catgttaatg 


tgcctaattt 


catgtatctt 


gtaatcatga 


ttgagcctca gaatcatttg 


2520 


gagaaactat 


attttaaaga 


acaagacata 


cttcaatgta 


ttatacagat aaagtattac 


2580 


atgtgtttga 


ttttaaaagg 


gcggacattt 


tattaaaatc 


aagg 


2624 



<210> 11 

<211> 381 

<212> PRT 

<213> Homo Sapiens 

<400> 11 

Met Gly Pro lie Gly Ala Glu Ala Asp Glu Asn Gin Thr val Glu Glu 
15 10 15 

Met Lys val Glu Gin Tyr Gly Pro Gin Thr Thr Pro Arg Gly Glu Leu 
20 25 30 

val Pro Asp Pro Glu Pro Glu Leu lie Asp Ser Thr Lys Leu lie Glu 
35 40 45 

val Gin val val Leu lie Leu Ala Tyr cys Ser He lie Leu Leu Gly 
50 55 60 

Val lie Gly Asn Ser Leu val lie His val val lie Lys Phe Lys Ser 
65 70 75 80 
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Met Arg Thr Val Thr Asn Phe Phe lie Ala Asn Leu Ala val Ala Asp 
85 90 95 

Leu Leu val Asn Thr Leu Cys Leu Pro Phe Thr Leu Thr Tyr Thr Leu 
100 105 110 

Met Gly Glu Trp Lys Met Gly Pro val Leu Cys His Leu val Pro Tyr 
115 120 125 

Ala Gin Gly Leu Ala val Gin val Ser Thr lie Thr Leu Thr val lie 
130 ' 135 140 

Ala Leu Asp Arg His Arg Cys lie Val Tyr His Leu Glu Ser Lys lie 
145 150 155 160 

Ser Lys Arg lie Ser Phe Leu lie He Gly Leu Ala Trp Gly lie Ser 
165 170 175 

Ala Leu Leu Ala Ser Pro Leu Ala lie Phe Arg Glu Tyr Ser Leu lie 
180 185 " 190 

Glu lie lie Pro Asp Phe Glu lie val Ala Cys Thr Glu Lys Trp Pro 
195 200 205 

Gly Glu Glu Lys Ser lie Tyr Gly Thr val Tyr Ser Leu Ser Ser Leu 
210 215 220 

Leu He Leu Tyr val Leu Pro Leu Gly lie lie Ser Phe Ser Tyr Thr 
225 230 235 240 

Arg lie Trp Ser Lys Leu Lys Asn His val Ser Pro Gly Ala Ala Asn 
245 250 255 

Asp His Tyr His Gin Arg Arg Gin Lys Thr Thr Lys Met Leu val Cys 
260 265 270 

val val val val Phe Ala val Ser Trp Leu Pro Leu His Ala Phe Gin 
275 280 285 

Leu Ala val Asp lie Asp ser Gin val Leu Asp Leu Lys Glu Tyr Lys 
290 295 300 

Leu He Phe Thr val Phe His lie lie Ala Met Cys Ser Thr Phe Ala 
305 310 315 320 

Asn Pro Leu Leu Tyr Gly Trp Met Asn Ser Asn Tyr Arg Lys Ala Phe 
325 330 335 
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Leu Ser Ala Phe Arg Cys Glu Gin Arg Leu Asp Ala lie His Ser Glu 
340 345 350 

val Ser val Thr Phe Lys Ala Lys Lys Asn Leu Glu val Arg Lys Asn 
355 360 365 

Ser Gly Pro Asn Asp Ser Phe Thr Glu Ala Thr Asn Val 
370 375 380 

<210> 12 

<211> 1200 

<212> DNA 

<213> Homo Sapiens 



<400> 12 



caagtggacc 


tgtactgaaa 


atgggtccaa 


taggtgcaga ggctgatgag 


aaccagacag 


60 


tggaagaaat 


gaaggtggaa 


caatacgggc 


cacaaacaac tcctagaggt 


gaactggtcc 


120 


ctgaccctga 


gccagagctt 


atagatagta 


ccaagctgat tgaggtacaa 


gttgttctca 


180 


tattggccta 


ctgctccatc 


atcttgcttg 


gggtaattgg caactccttg 


gtgatccatg 


240 


tggtgatcaa 


attcaagagc 


atgcgcacag 


taaccaactt tttcattgcc 


aatctggctg 


300 


tggcagatct 


tttggtgaac 


actctgtgtc 


taccgttcac tcttacctat 


accttaatgg 


360 


gggagtggaa 


aatgggtcct 


gtcctgtgcc 


acctggtgcc ctatgcccag 


ggcctggcag 


420 


tacaagtatc 


cacaatcacc 


ttgacagtaa 


ttgccctgga ccggcacagg 


tgcatcgtct 


480 


accacctaga 


gagcaagatc 


tccaagcgaa 


tcagcttcct gattattggc 


ttggcctggg 


540 


gcatcagtgc 


cctgctggca 


agtcccctgg 


ccatcttccg ggagtattcg 


ctgattgaga 


600 


tcatcccgga 


ctttgagatt 


gtggcctgta 


ctgaaaagtg gcctggcgag 


gagaagagca 


660 


tctatggcac 


tgtctatagt 


ctttcttcct 


tgttgatctt gtatgttttg 


cctctgggca 


720 


ttatatcatt 


ttcctacact 


cgcatttgga 


gtaaattgaa gaaccatgtc 


agtcctggag 


780 


ctgcaaatga 


ccactaccat 


cagcgaaggc 


aaaaaaccac caaaatgctg 


gtgtgtgtgg 


840 


tggtggtgtt 


tgcggtcagc 


tggctgcctc 


tccatgcctt ccagcttgcc 


gttgacattg 


900 


acagccaggt 


cctggacctg 


aaggagtaca 


aactcatctt cacagtgttc 


cacatcatcg 


960 


ccatgtgctc 


cacttttgcc 


aatccccttc 


tctatggctg gatgaacagc 


aactacagaa 


1020 


aggctttcct 


ctcggccttc 


cgctgtgagc 


agcggttgga tgccattcac 


tctgaggtgt 


1080 


ccgtgacatt 


caaggctaaa 


aagaacctgg 


aggtcagaaa gaacagtggc 


cccaatgact 


1140 


ctttcacaga 


ggctaccaat 


gtctaaggaa 


gctgtggtgt gaaaatgtat 


ggatgaattc 


1200 



<210> 13 
<211> 445 
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<212> PRT 

<213> Homo Sapiens 

<400> 13 

Met Asp Leu Glu Leu Asp Glu Tyr Tyr Asn Lys Thr Leu Ala Thr Glu 
1 5 10 15 

Asn Asn Thr Ala Ala Thr Arg Asn Ser Asp Phe Pro val Trp Asp Asp 
20 25 30 

Tyr Lys Ser ser val Asp Asp Leu Gin Tyr Phe Leu lie Gly Leu Tyr 
35 40 45 

Thr Phe val Ser Leu Leu Gly Phe Met Gly Asn Leu Leu lie Leu Met 
50 55 60 

Ala Leu Met Lys Lys Arg Asn Gin Lys Thr Thr val Asn Phe Leu lie 
65 70 75 80 

Gly Asn Leu Ala Phe Ser Asp lie Leu Val Val Leu Phe Cys Ser Pro 
85 90 95 

Phe Thr Leu Thr Ser Val Leu Leu Asp Gin Trp Met Phe Gly Lys val 
100 105 110 

Met Cys His lie Met Pro Phe Leu Gin Cys Val Ser Val Leu val Ser 
115 120 125 

Thr Leu lie Leu lie Ser lie Ala lie Val Arg Tyr His Met lie Lys 
130 135 140 

His Pro lie Ser Asn Asn Leu Thr Ala Asn His Gly Tyr Phe Leu lie 
145 150 155 160 

Ala Thr Val Trp Thr Leu Gly Phe Ala lie Cys Ser Pro Leu Pro Val 
165 ' 170 175 

Phe His Ser Leu Val Glu Leu Gin Glu Thr Phe Gly Ser Ala Leu Leu 
180 185 190 

Ser Ser Arg Tyr Leu Cys val Glu Ser Trp Pro Ser Asp Ser Tyr Arg 
195 200 205 

lie Ala Phe Thr lie Ser Leu Leu Leu Val Gin Tyr lie Leu Pro Leu 
210 215 220 

Val Cys Leu Thr Val Ser His Thr ser val Cys Arg Ser lie ser Cys 
225 230 235 " 240 
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Gly Leu 



Ser 



Asn 



Lys 
245 



Glu 



Asn 



Arg 



Leu 



Glu 
250 



Glu 



Asn 



Glu 



Met 



lie 

255 



Asn 



Leu Thr Leu His Pro Ser Lys Lys Ser Gly Pro Gin val Lys Leu Ser 
260 265 270 



Gly Ser His Lys Trp ser Tyr ser Phe lie Lys Lys His Arg Arg Arg 
275 280 285 



Tyr Ser Lys Lys Thr Ala Cys val Leu Pro Ala Pro Glu Arg Pro Ser 
290 ~ 295 300 



Gin Glu Asn His Ser Arg lie Leu Pro Glu Asn Phe Gly Ser val Arg 
305 310 315 320 



Ser Gin Leu Ser Ser Ser Ser Lys Phe lie Pro Gly val Pro Thr Cys 
325 330 335 



Phe Glu lie Lys Pro Glu Glu Asn Ser Asp Val His Glu Leu Arg val 
340 345 350 



Lys Arg Ser val Thr Arg lie Lys Lys Arg Ser Arg ser val Phe Tyr 
355 360 365 



Arg Leu Thr lie Leu lie Leu val Phe Ala val Ser Trp Met Pro Leu 
370 375 380 



His Leu Phe His Val val Thr Asp Phe Asn Asp Asn Leu lie Ser Asn 
385 390 395 400 



Arg His Phe Lys Leu Val Tyr Cys lie Cys His Leu Leu Gly Met Met 
405 410 415 



Ser cys Cys Leu Asn Pro lie Leu Tyr Gly Phe Leu Asn Asn Gly He 
420 425 430 



Lys Ala Asp Leu Val Ser Leu He His Cys Leu His Met 
435 440 445 



<210> 14 

<211> 1370 

<212> DNA 

<213> Homo Sapiens 

<400> 14 

ccaagcagga ctataatatg gatttagagc tcgacgagta ttataacaag acacttgcca 60 
cagagaataa tactgctgcc actcggaatt ctgatttccc agtctgggat gactataaaa 120 
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gcagtgtaga 


tgacttacag 


*--l-*--#-+--*-A--4-At-» 

tatxttctga 


ttgggctcta 


xacaxxxgxa 


agxcxxcxxg 


1 Qf\ 

loU 


gc x x xaxggg 


gaaxcxacxx 


-|-*--|-+--|-'»-»-*-AtAt 

axxxxaaxgg 


A" "♦- A^ Alf'fl'^ t 

exexcaxgaa 


aaagcgxaax 


A t At t At — 1 A~ ^ t 

cagaagacxa 


Z4U 


cggxaaacxx 


ccxcaxaggc 


aaxcxggccx 


xxxcxgaxax 


cxxggxxgxg 


cxgxxxxgcx 




cacctt tcac 


actgaegtet 


gtcttgctgg 


atcagtggat 


gtttggcaaa 


gtcatgtgcc 




atattatgee 


xxxxcxxcaa 


tgtgtgtcag 


txxxggxxxc 


aacttxaatt 


ttaatatcaa 




xxgccaxxgx 


caggxaxcax 


atgataaaac 


atcccatatc 


taataattta 


acagcaaacc 


4oU 


axggcxacxx 


xcxgaxagcx 


actgtctgga 


cactaggttt 


tgccatctgt 


tctccccttc 


540 


a™ At ^ At 4* +■ ^ a* 

cagxgxxxca 


A* ~» At A* +■ -t- At +■ At 

cagxcxxgxg 


At A^4> Atm 

gaacxxcaag 


aaacaxxxgg 


xxcagcaxxg 


exgagcagea 


bUU 


ggxaxxxaxg 


xgxxgagxca 


At At A*" A* ^ A*" ■+" At 

xggccaxcxg 


axxcaxacag 


aaxxgccxxx 


-1A"^<-»^A»-^A-+"** 

acxaxcxcxx 


bbU 


xaxxgc xagx 


■*-A-tAf*--t4--t4--f- 

xcagxaxaxx 


cxgcccxxag 


-*-+--*-At+-A»+-+*- , \ A 

xxxgxcxxac 


tgtaagtcat 


acaagtgtct 


7 l\J 


gcagaagtax 


aagctgtgga 


ttgtccaaca 


aagaaaacag 


acttgaagaa 


aatgagatga 


780 


+- A- "1 A* "1- +■ t -» A* 

xcaaexxaac 


xcttcatcca 


xccaaaaaga 


gtgggcctca 


ggtgaaactc 


tctggcagcc 


o40 


axaaaxggag 


xxaxxcaxxc 


t -t- A* ^ ^t ^ t "t A" 

axcaaaaaac 


acagaagaag 


atatagcaag 


aagacagcat 


yoo 


At +■ At -1— "t~ A* A" 

gxgxgxxacc 


xgcxccagaa 


agaccxxcxc 


aagagaacca 


ctccagaaxa 


cttccagaaa 


ybo 


acxx xggexe 


At +" ""l ""l At *t t At +" 

xgxaagaagx 


A" t At A" ^ A* ^ A" ^ ^ 

cagcxcxcxx 


caxccagxaa 


gxxcaxacca 


ggggtcccca 


lOiiO 


A""#--f-A - |A*"t _ -t- 1 t-Al-t 

exxgexxxga 


At *t +~ t *t t t A* A* +" 

gaxaaaaccx 


At ^ «t At «t *^ •*» +• +• 

gaagaaaaxx 


cagaxgxxca 


tgaattgaga 


gtaaaacgtt 


lOoO 


ctgttacaag 


aataaaaaag 


agatctcgaa 


gtgttttcta 


cagactgacc 


atactgatat 


1140 


tagtatttgc 


tgttagttgg 


atgccactac 


accttttcca 


tgtggtaact 


gattttaatg 


1200 


acaatcttat 


ttcaaatagg 


catttcaagt 


tggtgtattg 


catttgtcat 


ttgttgggca 


1260 


tgatgtcctg 


ttgtcttaat 


ccaattctat 


atgggtttct 


taataatggg 


attaaagctg 


1320 


atttagtgtc 


ccttatacac 


tgtcttcata 


tgtaataatt 


ctcactgttt 




1370 



<210> 15 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 15 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu val Leu Leu Thr Leu Leu 
1 5 10 15 

Ser val Leu Phe Ser Gin Thr ser Ala Trp Pro Leu Tyr Arg Ala Pro 
20 25 30 

Ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 40 45 
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Pro Asp Gin val Ser Leu Lys Glu Asp lie Asp Met Leu Gin Asn Ala 

50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp val Ser Arg Asn Ala Arg 

65 70 75 80 

His Ala Asp Gly Val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 

85 90 95 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg val Ser 

100 105 110 

Ser Asn lie Ser Glu Asp Pro Val Pro val Lys Arg His Ser Asp Ala 

115 120 125 

Val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala Val Lys 

130 135 " 140 

Lys Tyr Leu Asn Ser lie Leu Asn Gly Lys Arg Ser Ser Glu Gly Glu 



Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 16 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 16 

ggtcagctcc aaaacaatcc ggaacggcca gctccggggg agcacgactg ggcgagaggc 60 

acagaaatgg acaccagaaa taaggcccag ctccttgtgc tcctgactct tctcagtgtg 120 

ctcttctcac agacttcggc atggcctctt tacagggcac cttctgctct caggttgggt 180 

gacagaatac cctttgaggg agcaaatgaa cctgatcaag tttcattaaa agaagacatt 240 

gacatgttgc aaaatgcatt agctgaaaat gacacaccct attatgatgt atccagaaat 300 

gccaggcatg ctgatggagt tttcaccagt gacttcagta aactcttggg tcaactttct 360 

gccaaaaagt accttgagtc tcttatggga aaacgtgtta gcagtaacat ctcagaagac 420 

cctgtaccag tcaaacgtca ctcagatgca gtcttcactg acaactatac ccgccttaga 480 

aaacaaatgg ctgtaaagaa atatttgaac tcaattctga atggaaagag gagcagtgag 540 

ggagaatctc ccgactttcc agaagagtta gaaaaatgat gaaaaagacc tttggagcaa 600 

agctgatgac aacttcccag tgaattcttg aaggaaaatg atacgcaaca taattaaatt 660 

ttagattcta cataagtaat tcaagaaaac aacttcaata tccaaaccaa ataaaaatat 720 

tgtgttgtga atgttgtgat gtattctagc taatgtaata actgtgaagt ttacattgta 780 
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ad Lay Ld L L L 


y dy dy l ll Ld 


aattttntft 
dd L L L Ly LL L 


ttaartrata 
L LddL LLd Ld 


aaaanrrtnr 
ddddy LLLy L 


dd L L LLd Ld L 




nr"t- rft- :a +* a "t" /~ 

gc LgtalatC 


ClLLClaaCa 


ddddddLdLd 


ttttaatnat 


day Ldd Ly C L 


agg L Lda lcl 




a attatatna 
adLLdLdLyd 


y dLy L L L L Ly 


naanantant 

yddy dy Ldy l 


aatananraa 
ddLdy dy Ldd 


a a+*+*na^n^n 
ddLLyd Ly Ly 


tttafttata 
LLLdL LLdLd 




LJciy Ly LdL LL 


aa^""t~a"t~"t~f"an 
ddLLdLLLdy 


ydy dy Ldy dd 


ranataatra 
Ldy d Ldd LLd 


n*t*n+"n i f~f , t-a a 
yLyLyLLLdd 


atttnaatnt 
d L L Ly dd LyL 


xu^u 


Lady Lay a Ly 


y dd Ly l Ly Ly 


ttaaataaar 

L Lddd LdddL 


rtraaaatnt 
L LLdddd Ly L 


rtaanatant 
L Lddy d Ldy L 


aaraatnaan 
ddLdd Ly day 


1UOU 


a Ldddddy dL 


d L LL L L LLdd 


aaanattttr 
dddy d L L L LL 


anaaaatatt 
dy dddd Ld L L 


atntntttff 

d Ly Ly L L LLL 


atattttata 
d Ld L L L Ld Ld 


1 1 40 


yy LddLLL LL 


dLLLLLddLy 


ntnttttaaa 
y Ly LL L Lddd 


aaa+*r" , ^r"aaa 
dad LLL Lddd 


"t _ +"+'nna't"+"n^* 

L l Lyyd L Lgc 


+ aa^^*a/"*^*aa 
Ldd LLdLLdd 


X£UU 


d.y y L LL LL LL 


L Ly dLdy LLL 


++f*an"t""t-aan 
L LLdy L Lddy 


nana a r*n a /- r* 
ydyddLydLC 


LLLgLLLCLg 


a ^* a ^*"l~n a a *3 /~ 
dCdL LgdddL 


X£OU 


ttccctttct 


gcttgtgtta 


agtatgtgta 


aaatgtgaag 


tgaatgaaac 


actcagttgt 


1320 


tcaataataa 


atatttttgc 


cataatgact 


cagaatattg 


ctttggtcat 


atgagcttcc 


1380 


ttctgtgaaa 


tacattttgg 


agacacaact 


atttttccaa 


aataatttta 


agaaatcaaa 


1440 


gagagaaaat 


aaagaccttg 


cttatgattg 


cagataaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1500 


aaaaaaaaaa 


a 










1511 



<210> 17 

<211> 170 

<212> PRT 

<213> Homo Sapiens 

<400> 17 

Met Asp Thr Arg Asn Lys Ala Gin Leu Leu val Leu Leu Thr Leu Leu 
1 5 10 15 

Ser Val Leu Phe Ser Gin Thr ser Ala Trp Pro Leu Tyr Arg Ala Pro 
20 25 30 

Ser Ala Leu Arg Leu Gly Asp Arg lie Pro Phe Glu Gly Ala Asn Glu 
35 40 45 

Pro Asp Gin Val Ser Leu Lys Glu Asp He Asp Met Leu Gin Asn Ala 
50 55 60 

Leu Ala Glu Asn Asp Thr Pro Tyr Tyr Asp Val Ser Arg Asn Ala Arg 
65 70 75 80 

His Ala Asp Gly val Phe Thr Ser Asp Phe Ser Lys Leu Leu Gly Gin 
85 90 95 

Leu Ser Ala Lys Lys Tyr Leu Glu Ser Leu Met Gly Lys Arg val Ser 
100 105 110 
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Ser Asn lie Ser Glu Asp Pro Val Pro val Lys Arg His Ser Asp Ala 
115 120 125 

val Phe Thr Asp Asn Tyr Thr Arg Leu Arg Lys Gin Met Ala val Lys 
130 135 140 

Lys Tyr Leu Asn Ser lie Leu Asn Gly Lys Arg Ser Ser Glu Gly Glu 



Ser Pro Asp Phe Pro Glu Glu Leu Glu Lys 
165 170 

<210> 18 

<211> 1511 

<212> DNA 

<213> Homo Sapiens 

<400> 18 

ggtcagctcc aaaacaatcc ggaacggcca gctccggggg agcacgactg ggcgagaggc 60 

acagaaatgg acaccagaaa taaggcccag ctccttgtgc tcctgactct tctcagtgtg 120 

ctcttctcac agacttcggc atggcctctt tacagggcac cttctgctct caggttgggt 180 

gacagaatac cctttgaggg agcaaatgaa cctgatcaag tttcattaaa agaagacatt 240 

gacatgttgc aaaatgcatt agctgaaaat gacacaccct attatgatgt atccagaaat 300 

gccaggcatg ctgatggagt tttcaccagt gacttcagta aactcttggg tcaactttct 360 

gccaaaaagt accttgagtc tcttatggga aaacgtgtta gcagtaacat ctcagaagac 420 

cctgtaccag tcaaacgtca ctcagatgca gtcttcactg acaactatac ccgccttaga 480 

aaacaaatgg ctgtaaagaa atatttgaac tcaattctga atggaaagag gagcagtgag 540 

ggagaatctc ccgactttcc agaagagtta gaaaaatgat gaaaaagacc tttggagcaa 600 

agctgatgac aacttcccag tgaattcttg aaggaaaatg atacgcaaca taattaaatt 660 

ttagattcta cataagtaat tcaagaaaac aacttcaata tccaaaccaa ataaaaatat 720 

tgtgttgtga atgttgtgat gtattctagc taatgtaata actgtgaagt ttacattgta 780 

aatagtattt gagagttcta aattttgtct ttaactcata aaaagcctgc aatttcatat 840 

gctgtatatc ctttctaaca aaaaaatata ttttaatgat aagtaatgct aggttaatcc 900 

aattatatga gacgtttttg gaagagtagt aatagagcaa aattgatgtg tttatttata 960 

gagtgtactt aactattcag gagagtagaa cagataatca gtgtgtctaa atttgaatgt 1020 

taagcagatg gaatgctgtg ttaaataaac ctcaaaatgt ctaagatagt aacaatgaag 1080 

ataaaaagac attcttccaa aaagattttc agaaaatatt atgtgtttcc atattttata 1140 

ggcaaccttt atttttaatg gtgttttaaa aaatctcaaa tttggattgc taatcaccaa 1200 

aggctctctc ctgatagtct ttcagttaag gagaacgacc cctgcttctg acactgaaac 1260 
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ttccctttct gcttgtgtta agtatgtgta aaatgtgaag tgaatgaaac actcagttgt 1320 

tcaataataa atatttttgc cataatgact cagaatattg ctttggtcat atgagcttcc 1380 

ttctgtgaaa tacattttgg agacacaact atttttccaa aataatttta agaaatcaaa 1440 

gagagaaaat aaagaccttg cttatgattg cagataaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa a 1511 

<210> 19 

<211> 438 

<212> PRT 

<213> Homo Sapiens 

<400> 19 

Met Arg Thr Leu Leu Pro Pro Ala Leu Leu Thr Cys Trp Leu Leu Ala 
1 5 10 15 

Pro val Asn Ser lie His Pro Glu Cys Arg Phe His Leu Glu lie Gin 
20 25 30 

Glu Glu Glu Thr Lys Cys Thr Glu Leu Leu Arg ser Gin Thr Glu Lys 
35 40 ~ 45 

His Lys Ala Cys Ser Gly val Trp Asp Asn lie Thr Cys Trp Arg Pro 
50 55 60 

Ala Asn val Gly Glu Thr Val Thr val Pro Cys Pro Lys Val Phe Ser 
65 70 75 80 

Asn Phe Tyr Ser Lys Ala Gly Asn lie Ser Lys Asn Cys Thr ser Asp 
85 90 95 

Gly Trp ser Glu Thr Phe Pro Asp Phe Val Asp Ala Cys Gly Tyr ser 
100 105 110 

Asp Pro Glu Asp Glu ser Lys lie Thr Phe Tyr lie Leu Val Lys Ala 
115 120 125 

lie Tyr Thr Leu Gly Tyr Ser val Ser Leu Met Ser Leu Ala Thr Gly 
130 135 140 

Ser lie lie Leu Cys Leu Phe Arg Lys Leu His Cys Thr Arg Asn Tyr 
145 150 155 160 

lie His Leu Asn Leu Phe Leu Ser Phe lie Leu Arg Ala lie Ser val 
165 170 175 
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Leu val Lys Asp Asp val Leu Tyr Ser Ser Ser Gly Thr Leu His Cys 
180 185 190 

Pro Asp Gin Pro Ser ser Trp val Gly Cys Lys Leu Ser Leu val Phe 
195 200 205 

Leu Gin Tyr Cys lie Met Ala Asn Phe Phe Trp Leu Leu val Glu Gly 
210 215 220 

Leu Tyr Leu His Thr Leu Leu val Ala Met Leu Pro Pro Arg Arg cys 
225 230 235 240 

Phe Leu Ala Tyr Leu Leu lie Gly Trp Gly Leu Pro Thr val Cys lie 
245 250 255 

Gly Ala Trp Thr Ala Ala Arg Leu Tyr Leu Glu Asp Thr Gly Cys Trp 
260 265 270 

Asp Thr Asn Asp His Ser val Pro Trp Trp Val lie Arg lie Pro lie 
275 280 285 

Leu lie Ser lie lie val Asn Phe Val Leu Phe lie Ser lie lie Arg 
290 295 300 

lie Leu Leu Gin Lys Leu Thr ser pro Asp val Gly Gly Asn Asp Gin 
305 310 315 320 

ser Gin Tyr Lys Arg Leu Ala Lys Ser Thr Leu Leu Leu lie Pro Leu 
325 330 335 

Phe Gly Val His Tyr Met val Phe Ala Val Phe Pro lie Ser lie Ser 
340 345 350 

Ser Lys Tyr Gin lie Leu Phe Glu Leu Cys Leu Gly Ser Phe Gin Gly 
355 360 365 

Leu val Val Ala val Leu Tyr cys Phe Leu Asn ser Glu val Gin cys 
370 375 380 

Glu Leu Lys Arg Lys Trp Arg ser Arg Cys Pro Thr Pro ser Ala ser 
385 390 " 395 400 

Arg Asp Tyr Arg val Cys Gly Ser Ser Phe Ser His Asn Gly Ser Glu 
405 410 415 

Gly Ala Leu Gin Phe His Arg Ala Ser Arg Ala Gin Ser Phe Leu Gin 
420 425 430 
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Thr Glu Thr Ser Val lie 
435 

<210> 20 

<211> 1640 

<212> DNA 

<213> Homo Sapiens 



<400> 20 



n r% ri f n f% /"i 

C999<*cgagg 


gggcggcccc 


cgcgc rcggg 


gcgcxcggc t 


acagctgcgg 


ggcccgaggt 




c Lccgcgcac 


tcgctcccgg 


ccca tgc tgg 


aggcggcgga 


acccggggga 


cc taggacgg 




aggcggcggg 


y~ y-i f~ ■+- r% r\ e~\ r* f% r% 

cgctgggcgg 


cccccggcac 


gc tgagctcg 


ggatgcggac 


gctgctgcct 


1 QA 


cccgcgctgc 


tgacctgc tg 


gctgctcgcc 


cccgtgaaca 


gcattcaccc 


agaatgccga 




tttcatctgg 


aaatacagga 


ggaagaaaca 


aaatgtacag 


agcttctgag 


gtctcaaaca 




gaaaaacaca 


aagcctgcag 


tggcgtctgg 


gacaacatca 


cgtgctggcg 


gcctgccaat 




gugggagaga 


ccgtcacgg t 


gccc tgccca 


aaagtcttca 


gcaattttta 


cagcaaagca 




ggaaaca taa 


gcaaaaacxg 


tacgag rgac 


ggatggtcag 


agacgttccc 


agatttcgtc 


4oU 


gaxgcc tg tg 


gctacagcga 


cccggaggat 


gagagcaaga 


tcacgtttta 


tattctggtg 




aaggcca ttt 


ataccctggg 


ctacagtgtc 


tctctgatgt 


ctcttgcaac 


aggaagcata 


600 


attctgtgcc 


tcttcaggaa 


gctgcactgc 


accaggaatt 


acatccacct 


gaacctgttc 


r~ f~ r\ 

660 


ctgtccttca 


tcctgagagc 


catctcagtg 


ctggtcaagg 


acgacgttct 


ctactccagc 


720 


tctggcacgt 


tgcactgccc 


tgaccagcca 


tcctcctggg 


tgggctgcaa 


gctgagcctg 


T O f\ 

780 


gtcttcctgc 


agtactgcat 


catggccaac 


ttcttctggc 


tgctggtgga 


ggggctctac 


840 


ctccacaccc 


tcctggtggc 


catgctcccc 


cctagaaggt 


gcttcctggc 


ctacctcctg 


900 


atcggatggg 


gcctccccac 


cgtctgcatc 


ggtgcatgga 


ctgcggccag 


gctctactta 


960 


gaagacaccg 


gttgctggga 


tacaaacgac 


cacagtgtgc 


cctggtgggt 


catacgaata 


1020 


ccgattttaa 


tttccatcat 


cgtcaatttt 


gtccttttca 


ttagtattat 


acgaattttg 


1080 


ctgcagaagt 


taacatcccc 


agatgtcggc 


ggcaacgacc 


agtctcagta 


caagaggctg 


1140 


gccaagtcca 


cgctcctgct 


tatcccgctg 


ttcggcgtcc 


actacatggt 


gtttgccgtg 


1200 


tttcccatca 


gcatctcctc 


caaataccag 


atactgtttg 


agctgtgcct 


cgggtcgttc 


1260 


cagggcctgg 


tggtggccgt 


cctctactgt 


ttcctgaaca 


gtgaggtgca 


gtgcgagctg 


1320 


aagcgaaaat 


ggcgaagccg 


gtgcccgacc 


ccgtccgcga 


gccgggatta 


cagggtctgc 


1380 


ggttcctcct 


tctcccacaa 


cggctcggag 


ggcgccctgc 


agttccaccg 


cgcgtcccga 


1440 


gcccagtcct 


tcctgcaaac 


ggagacctcg 


gtcatctagc 


cccacccctg 


cctgtcggac 


1500 


gcggcgggag 


gcccacggtt 


cggggcttct 


gcggggctga 


gacgccggct 


tcctccttcc 


1560 








Page 


31 







PC10343D 

agatgcccga gcaccgtgtc gggcaggtca gcgcggtcct gactccgtca agctggttgt 1620 
ccactaaacc ccatacctgg 1640 
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